W LAREARARR AR B (e 4)

FLRT: AAMFX

Jog A

NGS $AE oA B9 BT A 15 5 5 0 ROE R B A 70 o B9 B

4 FR

—%%

"4 #
EEER S

IREER R Bt

1. Qian, X., Yang, J., Qiu, Q., Li, X., Jiang, C., Li,
J., Dong, L., Ying, K., Lu, B., Chen, E., Liu, P., &
Lu, Y. (2021). LCAT3, a novel m6A-regulated long
non—coding RNA, plays an oncogenic role in lung cancer
via binding with FUBP1 to activate ¢—MYC. Journal of
hematology & oncology, 14(1), 112.

2. Zhang, L., Zhou, Q., Qiu, Q., Hou, L., Wu, M., Li,
J., Li, X., Lu, B., Cheng, X., Liu, P., Lu, W., & Lu,
Y. (2019). CircPLEKHM3 acts as a tumor suppressor
through regulation of the
miR-9/BRCA1/DNAJB6/KLF4/AKT1 axis in ovarian cancer.
Molecular cancer, 18(1), 144.

3. Yang, J., Qiu, Q., Qian, X., Yi, J., Jiao, Y., Yu,
M., Li, X., Li, J., Mi, C., Zhang, J., Lu, B., Chen,
E., Liu, P., &Lu, Y. (2019). Long noncoding RNA LCAT1
functions as a ceRNA to regulate RAC1 function by
sponging miR-4715-5p in lung cancer. Molecular

cancer, 18(1), 171.

4. Han, Y., Yang, J., Qian, X., Cheng, W. C., Liu, S.
H., Hua, X., Zhou, L., Yang, Y., Wu, Q., Liu, P., &
Lu, Y. (2019). DriverML: a machine learning algorithm
for identifying driver genes in cancer sequencing

studies. Nucleic acids research, 47(8), e4b.

5. Zheng, M., Hou, L., Ma, Y., Zhou, L., Wang, F.,
Cheng, B., Wang, W., Lu, B., Liu, P., Lu, W., & Lu,
Y. (2019). Exosomal let-7d-3p and miR-30d-5p as

diagnostic biomarkers for non—invasive screening of
cervical cancer and its precursors. Molecular cancer,

18(1), 76.

6. Zhou, L., Wang, W., Wang, F., Yang, S., Hu, J., Lu,
B., Pan, Z., Ma, Y., Zheng, M., Zhou, L., Lei, S.,
Song, P., Liu, P., Lu, W., & Lu, Y. (2021).




Plasma—derived exosomal miR-15a-5p as a promising
diagnostic biomarker for early detection of
endometrial carcinoma. Molecular cancer, 20(1), 57

7. Sun, X., Yi, J., Yang, J., Han, Y., Qian, X., Liu,
Y., Li, J., Lu, B., Zhang, J., Pan, X., Liu, Y., Liang,
M., Chen, E., Liu, P., & Lu, Y. (2021). An integrated
epigenomic—transcriptomic landscape of lung cancer
reveals novel methylation driver genes of diagnostic
and therapeutic relevance. Theranostics, 11(11),
5346 - 5364.

8. Zhang, H., Lu, Y., Chen, E., Li, X., Lv, B., Vikis,
H. G., & Liu, P. (2017). XRN2 promotes EMT and
metastasis through regulating maturation of miR—10a.
Oncogene, 36(27), 3925 - 3933.

BB AR AERLTE B

BRUR LR BTN I A 2 P Gt 2 S 28 (1) e e
%Ezﬁ%l"kﬁﬁ/z, thE, 7L 201711496093. 1,
2020-04-10, % 3748520 5, WriL K22, XIMEIH. HHEX.
Fiti e L R

2. BRUK AR 8 T BRI AR T 4 DNA HH 2
PR 77k, HE, ZL 201710576797, 3,
2020-01-24, %F 36759355, Wil K%, Fh#e. fhE4h.
XIMBIH . R F %

3. BHBURBAER]: —Fhifi 28 4R miRNA AEP)bric ) J 3
MR, HE, ZL 202011596715. X, 2022-07-05, 5279282
T WL KRZEZR M EG=RIEERE, . UM
ENES N =t

4. FRORHER]: — RIS TR AR E PR R A4 22 ) 51
BN RS, HHE,
71.202210657074. 7, 2022-06-10, =5 6169645 5, #iiL K
=, Bl PRI IS, R

5. BRBUKWILA]: —AL45 i DNA F AL 7 T hn i Je 3L
FEf & F T 45 e R WG & P RS A, A
71.202211089666. X, 2022-09-07, £ 6365168 5, Wil K

ffie XUMSIH. XIZ. BEERE - T2 554, 5 k.
Ji Fitk -




EX 3V UN

1. B, e, WL KRB 2Be b JE 0 BB ;

2. XUMSIH, Hd%, L REA R B B I AR 1R R B s

3. AR, #Hd%, WL RKEBE Bkt e i BHE B

4. M2, RRHS T 01, WL Ko B2 22 e i Jes S R = e s
5. JHFI R, BUEEWEIT 61, WL RS2 R S e I s Al % s Fe

EX 3 Yo 8-

1L RS2 B2 22 e i T 3 = A= e
2. WL K =2 = 2 B MY e AR R = e

4 # A

WL K 5

HIE AT H HAIAEO) T Mg 0015 Bt 7, R H
SREE N E X AT RIS RS, &ad 8 RN IR
Ky BEE— RIS &P 4 2 KRB A E B
VA TR BRI e B FL T R B8 1 I e b 547 25 5 A0 e
RAERBEIHIEF, K& T 2470 i 5 K8 s 5 € e
UXBHHELPR R4S . tRNA ATAE F B LB A S 1 ) A= 015 B
SRGE. THEAERE, BOUA o 7iEA T EAER KR
Tty IR S AR T AU A R 23 R At 1O SR T T T
BUR SR, #iEAT KESI . TiH AR T 280 LUEN
Ji R B ) Y 9 BT B A 1Y) RNA 2 F-LE IR R AR AL, I
HEE T R FL A AR Im RIS () 2 TR, IR
FEHEIZIB A2 RS fit 1 IR Se i BRAR Rl , [ IS Dy At
W R I R A it 7 AT AT 1

AT H A OG5 SCT RS 25 &5, Fort IF>10 401 9
s REWSCHT#E5IH 1100 424k, #% Cell. Nature
Reviews Molecular Cell Biology. Nature Reviews
Genetics ZFfEN M E/KFaEAM G CHRBRNER KHE
A8 T HEAPRAF AT EAEAN 3 Tle X AL R B T AR
WAMAAT IETR 51, ARIL T F G N BT BR 7 AR SR A
Jieg A= AE B AU ) A S ML A

A ZBR NG BRBL %52,




